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Abstract; Abiotic stresses such as drought, salinity and high temperature stress seriously affect plant growth,
yield and quality of crops. Stress response is a complex process involving multiple genes , multiple signal transduction
pathways and various gene expression products in plants. Under adversity stresses, plants recognize and transmit
stress signals, activate the expression of functional genes,and finally to alleviate or defend against the damage which
abiotic stress had made to plants. Among them, the phosphorylation and dephosphorylation of protein kinases and
phosphatases make a role of switch in response to external stress. In general , phosphorylation of protein kinases open
signal transduction pathway ,starting the expression of corresponding resistance genes,and when signal disappears, it
will shut off to phosphorylation , achieving the purpose of regulating plant normal growth. The study found that many
protein kinases in plants responsing to signal transduction pathway and abiotic stresses,such as receptor-like protein
kinase ,mitogen activated protein kinase, calcium dependent protein kinase, calcineurin B-like protein interacting
protein kinase and sucrose non-fermenting- 1-related protein kinase. Protein kinases have a large number of popula-
tion, which has rich diversity in its function. Different family kinases have different functions,or even the same fami-
ly of protein kinases have different functions. Protein kinase is composed of multiple functional domains, such as
protein kinase catalytic domain, transmembrane domain, calmodulin domain, which lead to functional specificity.

Studies have found a great quantity of protein kinases which can increase the resistance to drought and salt stresses
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in wheat,rice and maize. In this paper, the effects of CBLs, CIPKs and CDPKs on the regulation of salt stress in

plant root cells and the MAPK cascade pathways were taken as examples to illustrate the molecular mechanism of

protein kinase in response to abiotic stresses. Therefore , protein kinases play an extremely important role in growth

and a variety of responses to stresses in plants. In recent years,the research of plant protein kinases involved in abi-

otic stress responses gains much attention. In this paper,we discussed the application of different types of protein ki-

nases in the improvement of abiotic stress resistance of crops,providing information for further research.

Key words : plant; abiotic stress ; protein kinase ; resistant mechanism
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