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Abstract: Xanthomonas oryzae pv. oryzae ( Xoo) and Xanthomonas oryzae pv. oryzicola ( Xoc) are two highly
related pathogens of rice ( Oryza sativa L.) that cause bacterial leaf blight ( BB) and bacterial leaf streak ( BLS)
respectively which constrain rice production in many Asian and African regions. Developing resistant cultivars has
been the most effective approach to control BB and BLS. In this study we reviewed the advances on identification
of the main effect resistance genes and quantitative resistance loci to the two diseases which will provide useful in—
formation for further improvement of resistance to both bacterial diseases.
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Table 1 Information on R genes for rice bacterial blight and their relative Avr genes

R gene Source Chr. Cloning Linked marker Identification strains
Xal Kogyoku Javal4 4 Yes 2 C600 (0cM) XNpb235 (0cM) 1
U085, ( 1.5¢M)
Xa2 Tetep Rantai Emas 2 4 XNpb197 XNph235 I
Xa3 WaseAikoku3 11 Yes ¥ XNbpl81 (2.3cM) 1
3 63 XNbp186 G181 T7174.T7147
Xa4 TKM6 TR20 IR22 1 XNpb181 (1.7¢M) PX025
XNpb78 (1.7¢M) G181 M55
xas AusBorolines DZ192 5 Yes 22 RG556 ( <1cM) RG207 ( <1cM) PX086.PX025
IR1545339 RM122 (0.7cM) RM390 (0. 4cM)
Xa7 DV85 DV87 DZ78 6 G1091 (6.0cM) AFLP3140 (3cM) PX086.PX061
xa8 PI1231129 7 PX061
PX086.
as 007 y500( 5.3cM
Xal0 (as209 H a0 3- 3cM) PX099.PX0112.PX0145
Xall IR8 TR944 IR944-1022-3 T7174
Xal2 Kogyoku Javald 4 Xo07306 (V)
xal3 BJ1 ( AusBoro) 8 Yes 2 RZ28 (5.1cM) G136 (3.8cM) PX061.PX086.PX071.PX099
Xal4 TN1 4 RG620 ( 20. 1cM) PX079.PX0112
Xal5 M41 LI II.IV
Xal6 Tetep \%
Xal7 Asominori |
Xal8 IR24 Toyonishiki 23 BM8417.BM8429
PX061.PX086.PX079.
xal? 4 XM5 PX0112,PX071.,PX099
PXO061.PX086.PX079.
20 1R24 XM
“ k2 6 PXO0112.PX071.PX099
Xa2l 11 Yes '8 RG103 (0cM) PXO061.PX086+
0. longistaminata PX071.PX099
Xa22 Zhachanglong 11 CR543 (7.1cM) RZ536 ( 10.7cM)
Xa23 0. rufipogon 11 OSR6 (5.4cM) RM206 (1.9c¢M) PX099
xa24 DV85 DV86 Aus295 PX061.PX086.PX071.PX099
Xa25 (@) 63 HX3 12 G1314 (7.3cM) PX0339
Xa25 ('b) 63 PX061.PX079.
HX3 PXO071 v
Xa26 (t) Nep Bha Bong 63 Yes 20 PX061.PX086.PX079.PX0112
Xa27 0. minuta 6 Yes 2! M964 ( 0cM) PX086.PX099.PX0112
xa28 Lota Sail PX086
Xa29 (1) 0. officinalis 1 PX061
Xa30 (1) Y238 11 RM1341 (11.4cM) PX099
Xa3l (1) 4 G235 ~ C600 0S105
Xa32 (1) 11 PXO061.PX071.PX0112.
M2064 (1.0cM) ~RM6293 (1.5cM
0. barthii RM2064 (1.0cM) ~RM6293 (1.5¢M) by 109 px0145.PX0280. PX0339
xa32 (1) 12 RM20A ( 1.7¢M) PX099
Xa33 (t) Ba7 6 RM30 ~ RM400 TXO016
xa34 (1) BG1222 11
Xa36 (1)  C4059 11 RM224 ~ RM2136 PX099 \
Xa 7 ( Xa27 )  Xa means dominant while xa means recessive gene ( Xa27 is a semi-dominant gene)
( http: //www. ricedata. cn/)
1.3 QTL RIL 3.5 6
z 9612 QTL Xnpb292  G1091
8 2 QTL BB
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29
RFLP 4 QTL 06
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