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Abstract: Thirteen agronomic characters and 12 quality characters of 102 rice landraces from Shandong Prov—
ince were investigated and analyzed using the method of diversity index ( H”) to provide useful information for ge—
netic improvement of rice ( Oryz sativa L.) . The results indicated that the diversity index of agronomic characters
varied from 1. 42 to 2. 05. There were higher diversity indexes in plant height panicle neck length and spikeletes
per panicle. Diversity index were 2. 01 2.02 and 2. 05 respectively. The ranges of diversity indexes of the qual-
ity characters were 0. 99 to 2. 04. Diversity indexes of protein content gel consistency peak viscosity and hot
paste viscosity and breakdown were 2. 00 2.04 2.04 2.01 and 2.04 respectively. These results showed that
there was an abundant genetic diversity among agronomic characters and quality characters in Shandong rice land-
races. These results provides useful information to rice breeding.

Key words: Rice ( Orazy sativa 1.); Landraces; Gronomic characters; Quality characters; RVA profile;

Diversity index

73.1% 58.3%

4 36  SSR
50 20 50

120110725 12011-09-46
( ZR2009DQ013 Q2008D10) ; (31000696)

o E-mail: chenfeng7902@ sohu. com

o E-mail: ysj868 @ sina. com



394 13
1
1.1
o 102 (1)
61 27
o 14 . 2009 -2010 (
) 5 10 6 24 25¢m X
o 15cm 50 o
N 1.2
20092010 102
> 10 o
N N ( / ) o
N RVA o ( amylose
o 69 content AC) NY147-88 o
( gel consistency GC) GB19504999
o ( protein content PC) FOSS
; g 19 823 TECATOR INFRATEC1241
. RVA Newport Scientific
o 3D TCW( thermal
1o N " cycle for windows ) - RVA
( peak viscosity PKV) . ( hot paste
viscosity HPV) | ( cool paste viscosity
o CPV) . ( breakdown BDV) | ( setback
(1986 —1990) SBV) ( consisten CSV) o
835 128 Centipoise( cp) o
1949 1.3
N Excel
). o
~ ~ 1 o ~
T (x) (3) 10
9407 0.55 1 I oy <(x-29) 10
2 o x: >(x +29)
. ‘H= —3P, xInP,
N H’ P, i
In T
- 102 v Matlab7. 0

102 RVA



3 : 395

1 N
Table 1 Names types and origins of varieties used in this study
Variety Origin Type Variety Origin Type Variety Origin Type
2
1
1
11
1
59
14 N N /
2 2. 13 1.42 ~
2.05 1.91
2.1 2.00 N N
2

Table 2 Statistical analysis and diversity index of agronomic characters of Shandong rice landraces

Trait Mean s Range Min Max H
( d) Days from sowing to heading 97.1 10. 3 57.0 68.0 125.0 1.92
(‘cm) Plant height 134. 1 20.4 106. 0 74.0 180.0 2.01
( cm) Flag leaf length 36.2 8.6 41.0 19.0 60.0 1.93

( cm) Flag leaf width 1.5 0.3 1.6 0.9 2.5 1.96
('cm) Panicle length 23.7 3.9 28.5 15.5 44.0 1.92
( cm) Panicle neck length 6.7 3.9 17.0 0 17.0 2.02
Spikeletes per panicle 107. 1 30.9 148.0 35.8 183. 8 2.05
Filled grains per panicle 93.4 27.9 141.7 26.8 168.5 2.00
Grain density 4.6 1.5 8.9 1.4 10.3 1.92
( %) Seeding setting rate 80. 1 6.6 37.1 59.9 97.0 1. 80
( cm) Mount length 1.4 1.8 6.0 0 6.0 1.42
() 1000-grain weight 25.1 2.7 16.0 16.8 32.8 1.98
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Table 4 Performance of rice RVA profile characteristics of main types (cp)
RVA
Number of varieties
Code RVA type PKV HPV BDV CPV SBV CSV
A
— 14
X 1023 352 671 503 521 151
B 2 5
X 2561 1968 593 3380 819 1412
( 3 10
X 1895 1054 841 1871 -24 817
D 8 8
X 1283 889 394 1827 544 938
E 1 19
X 2149 1481 668 2658 509 1177
F 10 22
X 1828 1416 412 2579 751 1164
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