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Abstract ; Enolase ENO2 , which is widely found in animals and plants,is a key glycolytic enzyme participating

in the glycolytic pathway. A lot of studies have shown that ENO2 has a variety of functions in addition to participat-

ing in glycolysis. In plants, ENO2 is shown in roles of the growth and reproductive development,responses to abiotic

stresses and the regulation on gene expression. Especially, mRNA expressed by ENO2 can alternatively be translated

into 2 proteins, ENO2 and MBP-1. Here we have summarized the various functions of plant ENO2 and the related

research progress. Moreover, we also discuss the research prospective about ENO2 gene in order to provide the refer-

ence for further research in related fields.
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Table 1 Biochemical analysis of AtENO isoenzyme
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Fig. 1 Catalytic process of enolase in glycolysis
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Fig.2 Model of ENO2 function in glycolysis
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Fig.3 Classical and leaky scanning mechanism of mRNAs
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Table 2 The expression patterns of ENO gene under different abiotic stress treatments
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