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Current Status of Research on Crop Genetic Germplasms

ZHANG Ai-min' ,YANG Wen-long' ,FANG Hong-man',LV Hui-ying',
DENG Xiang-dong' ,GE Yi-giang® , WEI Xun®, YANG Wei-cai'
(" Institute of Genetics and Developmental Biology ,Chinese Academy of Sciences/ Innovative Academy of Seed Design,
Beijing 100101 ;> China Rural Technology Development Center , Beijing 100045)

Abstract; Crop genetic germplasm is the most important basis for crop genetic improvement. The levels of
research on crop germplasm indicated the core competing ability of crop breeding. In this paper, we searched the
SCIE data base and analyzed the publications in field of crop germplasms identification and utilization, the results
show that China ranks in number one in all the countries in number of publications and genetic diversity is still the
main objective but the characteristics and methods used extended to new generation of molecular markers such as
SNP. The Wild crop germplasms were much more concerned than before. The current status of study on crop genetic
germplasm in China was reviewed and precision phenotyping of crop germplasm was suggested.
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Table 1 Publications in field of crop germplasms identifi-

cation and utilization

Her P R ICH R
Rank Country Number of publications
1 &  China 90
2 EE USA 73
3 EfE  India 37
4 RAFT Australia 15
5 H7  Japan 15
6 #[E  South Korea 15
7 ELPE  Brazil 12
8 BKH haly 12
9 P Iran 11
10 BUGHEF Mexico 10
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Fig. 1 Institutions who published papers in field of crop germplasms identification and utilization
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