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Abstract ; Oilseed rape is an important oil crop in China. The sown area is about 67 million hectares and about
4.5 million tons of rapeseed oil is produced every year,which account for about 19. 7% of total food oil consump-
tion in China. Compared with developed countries, the problems in rapeseed industry of China are low yield and poor
quality of rapeseed,and about 5 million tons of rapeseed is annually imported. The sequencing of oilseed rape ge-
nome has promoted the research on its breeding. According to the searching record of Web of Science, about total
728 articles related to rapeseed breeding was published in SCI/SCIE journals. Of 728 articles, 181 and 62 were in-
dependently completed by Chinese scientists and jointly done by Chinese and their cooperators from other countries,
respectively , which account for 33. 38% of the total published paper in the world. However, we lack high impact pa-
per. The achievements in 2017 mainly focused on rapeseed oil content and quality, rapeseed yield , genome domesti-
cation ,male sterility, abiotic stress and resistance breeding. These findings will promote the rapeseed breeding on
high yield, high quality and diversification ,and provide important theoretical basis for the molecular design breeding
of the rapeseed in China.
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BB LR . AN Web of Science FELIE KRR FE
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53R MRS E TIRTE S SOC Fil SPCAH O Y i
PEIEPH , Horh 6 A 35k Rl DA A 35 R[] 1) IR
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HARMEL 181A FHAK & & HS W50, E 07 T 1%
nap AT RIGIKEFEH Rfn, Hogm % = ff R 1
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AN BB Rk, H A AR 20 50 2 A
FEYAAf ek, RS R A R A T A A R
52 B CMS/RE RGN — b AAH LA P 7 $2 4t
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PEALAARB B K 2 T 98 = i A Bh %
SEULZAFRAT T AR BB S T 0 T S AR B 43 L
il o R filf B Ab B AR AT T T UM 3% [ PAIRI ., SDS
PPD2 HFMI1 ,CSTF77 A6 ALA6 .UGEI . FLA20 (A9 .
bHLH91 FI4H L BE 25 44 25 (U FE Y LOC106368794 1Y
Fik, L A WEAROCHE R ATG8A MFRIE
4.5 MFEERAYLHARHE

5 HABAE AR LG, 05 AN T 9046035 7 Y i 1]
B MR E T &M A A = RS,
SR EAT T Z A s AL S5 A AR I EANTE 2 . VR R
SRR HISE BT LA EH S iR T ok A 4
BRI P 9 327 433 =8k, 7 35 DR A K -3k
T 33186 /> SNP i i, K% A V- KL 7 A
TEFEAFER A 7E A WA A 705 /455 1%
BIANT-A X, AR C W IE R A 445 A58 0 2%
BIRSPA DX 3, AR 9 A% T R 22 eV R R BE 21k 48
BTERTAE B A SR A g 81 198 A BE PR TS B A7 A5
PEHIE R ALY 5. 91% MYIXIH(37.9 Mb) , FEXANIX
WA, BZIEOTLAS TR0 5 PR35 R A 2 AH O

(PRI B 5 12 A5 TR AEI TR SG Y SNP A i 7R
$E =P R E ol I IS S R K S U S R S
A =R R A A5 S A LI A 5 R 7

T HEAF I T AR ISR [ A A B Y 22 R AL
LA AL, o R B2 B iR H F 53 i £
DU AT A R0 LA 1O 3 Ao X b 4% R TS Dar-
mor-bzh” I 2N 32« 28117 BRI 4 & B , BTN
T A S AU R PR 20 2 A AR G 1 SR etk BAE P Fb A
BN IR P WA — SR E B, 5
Darmor-bhzh A, ZS11 B9 2 /™3 J& PR 21 B 5230 F
AL, H A e e i Bt [ IR A 4, W)
F, B ZS11 Al REZ ) T 32 AL SR ( B. rapa ) J&
HEHRB A, PR AE SRR IA% 25 57 5 G R 2
PEARAASE, AN AR ZS117 Y A03. FLC3 2
BRI O R A T RIE A
e, Z G NAET A FEFA B A, N5 EHAE
LMERDRL b IR TE AR I 8] 1) 35 4 25 5, P RO I
K2 (The University of Western Australia) 1Y David
Edwards 42 A AR A 7R &7 R R AR TR] 4 35 R 4
HEET A, LT Darmor-bzh FUHGT % i A Tapidor
AOREIRIZH , R B T IX Al b & F AR S A P
R T —2 iy NI R AN, VR R
B FHAR ] f0) 20 2 AN T B 7 20, A S SR % K R B
R FR L 2 TR BN W] 25 2R B AT 22T
ZH AN T 2 1 R A DI Y i — 2P i &
B, Darmor-bzh H Tapidor & 45 ¥ £ A9 LA | X & —
ANEEST ISR B S H)IZ B R 4H ( pangenome ) 243

TEZ AR IR R v, i A 20 1) o R S D U A%
s MBS S EE R Z —, TEAR
AT A PO =3 b 2 L€ 21078 7 [m] 5 4 €
ARG e 5 A Mz R 4 [ U e € AR R A R B i i
o 8 ) 7 #F K (Justus Liebig University ) A9
Anna Stein B 5% 40 1 H & 1 & R 18 = R
FISH AR R0 T 52 M S i PR AR 5 18 38 23 [+)
TRYL AR By 28 e, VRS LA 0 A 52 1 o & 5T 1Y)
QTL XHCHBFFEXT G, & SR 4 [R] U5 G €0 (A 5 48 5%
Wi 7 PR S, B4 /N T 2 QTL /Y X [H], B
HER e L TR IEREN |, ZBITSE R A% R A i 35t
TG A R A T ARG AAR 2

IR AT AR I A A AL 5128 TR A AR S
SR AR I AR b Xof 1 J s i PR 2 =22 [ AR BAR AT
PIVERIIEAN G R 35 B E ST 2227 B ( Agrocampus
Ouest) Anne-Marie Chevre #{4% A BA") F1] FH 9 A A
[F] AR SREMS S R A ST R A 0 ) L5 A R AT D, (H
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HA 1RO 838458 7 e UH 20 A WAL 4
FIFH 60 k it X AT VAN & AE 2 A5 IR AT
TR B D T W A7 16 ] LUdE i RS B B. rapa
S C M R 2 Y S AREE AR 1, 7500 4R JL TR
LA 220 1A 135 174 S0 56 DR 2 A BT X e ik A
ML AL R,
4.6 PURBEMHAR

UTAE B AZ S AR M s (0 S5 0™ F S I 1 R
re " EAT B 2 R E % ( Sclerotinia sclerotiorum ) FAR
B ( Plasmodiophora brassicae) 51, M 2017 4F
TSGR BRI TSR R, E 912D XHLPE QTL
AT T E AL, & K2 JE 6 B K %% ((University of
Manitoba ) i) Arvind H. Hirani M H-A&VEE > B kIR
BT TEAF AR DA L R R PR Y QTL,
MBATHAT 3 4> DH #ER (H1 H2 F1 H3) , 7E Z Hi Fl
JH1 H3 B SE (LR SR B, F T SRAP 1 SSR £2AR,
454 H1 FTH2 3 BSREMAS, 1 H 508 (H1) FT478 (H2)
Sr ARSI AR E P ARG QTL, 78 H1 (H2
A H3 Rl iiEE i 4-6.3-6 .2-6 QTL, &K BAFE HI
HH3 L 7E AT FICo BB AT 2 ALY QTL,
1 A9 FEBIRE FAFAE H2 A H3 A 19— QTL,

o) 2% 52 o ok AR — B A 307 20, JUHx
FRAGFIRE N IR AP IRAT M, T H AL
SRR s A 8T I, A v RO RS Y SR A
[BREZ €5zl LR R (a8 By Y iU = 3L 7
FUn® N ( Raphanus sativus L. ) "0 A7 76 HR B i Bt
J, AW S I A SR S 058 438 TR E
PR R 4F 9 B BT IO 19 BC2 Bk &, JF i
GISH ,BAC-FISH 1 AFLP S5 AR M7 1 W55 AR
BHARRHIE . 3 T TR e B bt 100 R R
FiArRl, ¥ B E 57 P 2547 B ( Agrocampus Ouest ) Y
MJ. Manzanares-Dauleux #{ #% [4] W\Lﬁ,ﬁ\:ﬁﬁiﬁw F
B 7 AR BELS XM BRI R BT R, AR TR
92 173 i =EAF A1 108 K IE T Darmor-bzh ( Hi ik
Al ) A Yudal (B dh A 2S8R AR BR &R S5 45
GWAS Zp A6 I BT PEAH S 1Y QTL K273 #r L QTL
HRMELOCER  KIARE R QTL ZEA R i A 445
IKF-T 23 U

TSR SRR 2 1 3 S5 25 3K 5 9% 05 T ( Lepto-
sphaeria maculans) gAY, 12000 FE R BR P E 22 AN
TSR X E 2R H 22—, InEREJE e Ry
( University of Manitoba) fi¥) Dilantha Fernando (4% 4]
AFTHAVEE 2RI 11 B 2% E W) L maculans
SYESRR, I HT Tk A Y — S S SR R

WIRBRRSLIE, B E T 4 NMEF PR (R) .
RImI RIm2 Rlm3 I Rlm4 , oW J5 WA~ A T 3% o ik
B K 2 JE HE B K% (University of Manito-
ba) ) Mark F. Belmonte Z{#% A1 BA F1H & VE &
AWAHTINEE S L. maculans HAES RIS S, 81 E
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