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Genetic Analysis of Leaf Rust Resistance Gene in Wheat Line SR618
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Abstract: The wheat( Triticum aestivum L. ) line SR618 showed low infection types to most of Chinese current
leaf rust pathotypes in the seeding stage. In order to identify the resistance genes in 5SR618,F, segregating popula-
tions and F,,; families from a cross between SR618 and Zhengzhou 5389 (susceptible to leaf rust) were inoculated
with pathotype THJP in greenhouse. The infection types were investigated after inoculation for 15 d and molecular
markers were also used for mapping the resistance genes. The results indicated that SR618 carried a single dominant
resistance gene ,temporarily designated as Lr5R. Using molecular marker methods, Lr5R was located on chromosome
3DL and closely linked to barc71 and STS24-16 ,with genetic distances of 0.9 ¢M and 2. 1 ¢M,respectively.
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Table 1 Segregation of seedling reactions to the pathotype THJP in the 5SR618,zhengzhou5389, their F, segregating popula-

tion and F,.; family
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Fig. 1 The specific PCR fragments amplified from parents, resistant and
susceptible bulks,and F,., families with SSR marker Xbarc71
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Fig. 2 The specific PCR fragments amplified from parents, resistant and susceptible bulks,

and F,., families with SCAR marker STS524-16
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Fig. 3 Linkage map of leaf rust resistance gene Lr5R
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