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Identification of Egg-shaped Ruantiao Baisha Loquat Mutant Germplasm
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Abstract: Egg-shaped ruantiao baisha mutant and 30 loquat germplasms from China,Japan and New Zealand
were used as plant material and contrast, respectively in this paper. Identification of the mutant germplasm were con-
structed with SRAP molecular marker based on the morphological investigation. 18 pairs of primers were selected
from 96 pairs of SRAP primers. Finally,135 loci were detected, of which 102 were polymorphic and the polymorphic
percentage was 75. 6% . The genetic similarity ranged from 0. 53 ~0. 89.31 white pulp loquat germplasms were di-
vided into four groups at the similar coefficient of 0. 65. The loquat germplasms came from Zhejiang province were
clustered together into the first group. The second group contained 19 germplasms which came from China, Japan,
and New Zealand. The third group included Shanghai baisha and Guangxin bami. The fourth group included Bailizhi
and Longcai bai. The genetic simlity between egg-shaped ruantiao baisha and the other contrasted germplasms
ranged from 0. 55 to 0. 88. Tt had the maximum GS with Bailizhi( GS =0. 88) ,and minimun GS with Wugongbai( GS
=0.55) ,while the GS between egg-shaped ruantiao baisha and ruantiao baisha was only 0. 73. Study of biological
characters showed that egg-shaped ruantiao baisha and ruantiao baisha had significant differences among fruit
shape ,seed number,and edible rate. As the comprehensive results, the egg-shaped ruantiao baisha had significant
genetic variation with ruantiao baisha loquat, and it should be a mutant germplasm. The study would be of great

practical significance to new varieties innovation and protection of intellectual property rights for loquat mutant
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Table 1 Loquat materials in the experiment
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(10 umol/L) 1.0 wL, DNA #i45 (50 ng/L) 1.0 uL,
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Table 2 The sequences and amplified results of 18 SRAP primers

B4 EmBIHFE(5'-3") RIa 51 9F 51 (5'-3") /R IVAEY LN
Primer name Positive primer sequence Reversed primer sequence Amplified loci Polymorphic loci
Mel-em3 TGAGTCCAAACCGGATA GACTGCGTACGAATTGAC 10 8
Mel -em4 TGAGTCCAAACCGGATA GACTGCGTACGAATTGA 8 6
Mel -em5 TGAGTCCAAACCGGATA GACTGCGTACGAATTAAC 8 6
Mel -em6 TGAGTCCAAACCGGATAT GACTGCGTACGAATTGCA 10 4
Med-emd TGAGTCCAAACCGGACC GACTGCGTACGAATTGA 8 6
Me4-em5 TGAGTCCAAACCGGACC GACTGCGTACGAATTAAC 6 3
Me5-em3 TGAGTCCAAACCGGACC GACTGCGTACGAATTGAC 7 6
Me2-em5 TGAGTCCAAACCGGAGC GACTGCGTACGAATTAAC 8 7
Me2-emd TGAGTCCAAACCGGAGC GACTGCGTACGAATTGA 5 4
Me3-em5 TGAGTCCAAACCGGAAT GACTGCGTACGAATTAAC 5 5
Mel-em7 TGAGTCCAAACCGGATA GACTGCGTACGAATTGAG 10 7
Mel-eml5 TGAGTCCAAACCGGATA GACTGCGTACGAATTGAT 6 5
Me5-em5 TGAGTCCAAACCGGACC GACTGCGTACGAATTAAC 8 7
Me5-em13 TGAGTCCAAACCGGACC GACTGCGTACGAATTCTG 6 4
Me6-em6 TGAGTCCTTTCCGGTAA GACTGCGTACGAATTGCA 7 4
Me6-em12 TGAGTCCTTTCCGGTAA GACTGCGTACGAATTCTA 8 7
Me6-em3 TGAGTCCTTTCCGGTAA GACTGCGTACGAATTGAC 8 7
Me6-em2 TGAGTCCTTTCCGGTAA GACTGCGTACGAATTTGC 7 6
S Total 135 102
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Fig. 1 Electrophoriesis pattern amplified from 31 white pulp loquat germplasm resourses with primer Me5-em13
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Table 3 The genetic similarity coefficient of 8 loquat germplasm resourses in Zhejiang province

AL AL R EL KFEY #MAEAY BLAD B B 1> WE&AD TR ENE S S VIR EF7%53 T
Genetic similarity TPB HFB XSB YOQB RTB E-s RTB BLZ NHB
KF-H 1.00

ML > 0.72 1.00

B LA 0.65 0.88 1.00

A 0.78 0.83 0.78 1.00

BEAfs 1D 0.77 079 0.74 0.78 1.00

B SR 0.73 0.85 0. 80 0.74 0.73 1.00

SF3 %57 0.78 0.87 0. 80 0.77 0.78 0. 88 1. 00

THA 0.76 0.76 0.71 0.70 0.71 0.85 0. 88 1. 00

TPB: Taiping baisha, HFB : Huaifan baisha, XSB: Xishang baisha, YQB: Yuanqiao baisha, RTB: Ruantiao baisha, E-s RTB: Egg-shaped ruantiao baisha,
BLZ : Bailizhi, NHB ; Ninghaibai. The same as below
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Fig.2 Clustering figure of 31 white pulp loquat
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germplasms based on similarity coefficient
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Table 4 Comparison of biological characteristics of white pulp Loquat materials
i oAy WEREEKAY BLAY BERFAY MR EF~% 53 KA
Variety RTB E-s RTB XSB YQB HFB BLZ TPB
M4 (em) Leaf length 22.88b 21.57be 22.44h 22.37be 20. 58¢ 27.06a 26. 15a
M9& (em) Leaf width 7.4b 6.91bc 6. 54¢ 6. 87bc 6.37¢c 8. 54a 8.94a
P (g) Single fruit weight 30.25a 33.17ab 35.27he 35.72be 40.53d 32.75h 27. 08f
SATEYEEIEY & it (% ) 15. 3¢ 14.9¢ 14.7¢ 13.9b 13.6b 13.7b 13.6b
Total soluble solids content
FhF 8 (L) Seeds number 2.38bc 1.35a 2.09b 4.05e 3. 16d 2.89cd 2.23¢
HHTE (g) Stone weight 2.31la 2.76¢ 2. 65hc 2.42ab 2.79¢ 3.15d 2.39a
% (% ) Edible rate 69. 8b 72.4b 72.4b 69. 8b 70. 8b 68.3b 75.3b
SR (% ) Cracking rate 5.23 5.65 5.87 7. 64 8. 14 16. 48 15.34a
Ji 2 # (% ) Decay rate 14.12 12.75 11.27 19.25 18.16 15.16 20. 18a
MG (A, H ) Mature 5.20 ~ 5.20 ~ 5.20 ~ 5.20 ~ 5.20 ~ 5.20 ~ 5.10 ~

6. 10 6. 10 6.10 6. 10 6. 10 6. 10 5.20

RFR/NG FEFER P <0.05 %5 0%

Different small lettersrepresent significant difference at 0. 05 level

1100

A H Y (RTB) ;B BRIRIE A 4% 70 (E-s RTB) ;C: 1% F Y (XSB) ;D BEMF Y (YQB) ;
E M HY (HFB) ;F: FAZ5 8 (BLZ) ;G K F-HI> TPB
B3 7 RRSEHRESIER

Fig.3 Comparison of fruit shape and leaf of seven Loquat materials
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