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Abstract: To understand the genomic characteristics among founder parents and widely grown cultivars in
wheat , eight representative accessions, consisting of four founder parents and four widely grown cultivars, were evalu-
ated using 428 SSR markers distributing on 21 chromosomes. The Nei's distances among the eight accessions based
on SSR data varied from 0. 460 to 1. 126 ,with an average of 0. 876. The mean value of Nei's distances among the
four founder parents was 0. 955, which was higher than that among four widely grown cultivars (0. 718 ). The num-
ber of alleles amplified in the founder parents was over 16.4% than that in the widely grown cultivars. The mean
number of alleles per SSR locus in the founder parents was 2. 90, which was a little higher than that in the widely
erown cultivars (2.43). On the other hand,we found that the mean number of alleles observed in the founder par-
ents were higher than that in the widely grown cultivars on A, B and D genomes,or 19 chromosomes with the excep-
tion of 2D and 6D. Such results indicated that the genetic diversity among founder parents was more abundant than
that among widely grown cultivars. Furthermore ,518 unique alleles, present in the founder parents and absent in all
the widely grown cultivars, were observed. At Xwme513 and Xbarce59 loci, the same alleles were detected in the
four founder parents. On the contrary,315 unique alleles which were found in the widely grown cultivars but ab-
sent in all the founder parents, were observed. At six loci, Xpsp3029 , Xwmc235 , Xgwm518 , Xgdm43 , Xbarc146
and Xcfd80 ,the same alleles were found in the widely grown cultivars. Previous studies demonstrated that genomic

regions contributed by a founder parent could be traced often in widely grown cultivars, which might play an im-
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portant role for their production. The SSR loci detected in this study might be other important genomic regions,

which would be helpful to understand the cause of formation for founder parent or widely grown cultivar in the

fureher study.
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Fig.2 Average number of alleles amplified in the founder parents and widely grown wheat cultivars on 21 chromosomes
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