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Abstract ; In order to bloom at the most appropriate time of a year, plants perceive the environment signals and
response with an endogenous complex molecular network. Contrary to Arabidopsis, the model long-day plant, the
flowering time of rice,the model short-day plant,is promoted under short-day conditions. Extensive studies on the
molecular mechanisms of flowering time in rice and Arabidopsis reveal that several flowering time related genes are
highly conserved between rice and Arabidopsis. Rice also has unique genes which are involved in response to photo-
period. In the paper,we have reviewed the recent understanding of flowering time in rice including the molecular
pathways response to photoperiod , natural variation of rice flowering time, the application of flowering time genes,
circadian related gene in rice,phenomenon of night break and critical day length response,and the relationship be-
tween flowering time and yield.
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Fig.1 Photoperiod pathway of flowering timecontrol in rice
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