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Identification of Progeny from Crosses between Sugarcane
( Saccharum spp. ) and Intergeneric Hybrid Complex ( Erianthus
arundinaceus x Saccharum spontaneum ) with Molecular Markers

GAO Yi-jing, FANG Feng-xue, LIU Xi-hui,ZHANG Rong-hua,SONG Huan-zhong,
YANG Rong-zhong, LUO Ting, DUAN Wei-xing, YOU Jian-hua,ZHANG Ge-min

(Sugarcane Research Institute , Guangxi Academy of Agricultural Sciences/Guangxi Key Laboratory of
Sugarcane Genetic Improvement/Key Laboratory of Sugarcane Biotechnology and Genetic Improvement
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Abstract: To get potential gene resources from wild germplasm for broadening sugarcane genetic base, crosses
between sugarcane ( Saccharum spp. ) and intergeneric hybrid complex ( Erianthus arundinacius x Saccharum sponta-
neum ) were carried out and their progenies were then identified by microsatellites (SSR) and sequence-related am-
plified polymorphism( SRAP) molecular markers in this study. 34 true hybrids were identified and the results con-
firmed that utilizing both S. spontaneum and E. arundinaceus in introgression breeding programs to improve sugar-
cane was viable.
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Fig.1 SRAP electrophoretogram of the hybrid progenies of yuetangd3-159 x GXAS07-6-1
1845 93-159,;2: GXAS07-6-1;3:08-1-1;4:08-1-2;5:08-1-3;6:08-1-4;
7:08-1-5;8:08-1-6;9:08-1-7;10.08-1-8;11:08-1-9;12:08-1-10;13 :08-1-11
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Fig.2 SRAP electrophoretogram of the hybrid progenies of guitang01-53 x GXAS07-6-1
1. k4% 01-53;2: GXAS07-6-1;3:08-2-1;4:08-2-2;5:08-2-5;6:08-2-6;
7.08-2-10;8.:08-2-22;9.08-2-24;10,08-2-33;11:08-2-37 ;12 :08-2-52 ;13 .08-2-54
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Fig.3 SRAP electrophoretogram of the hybrid progenies of guitang02-761 x GXAS07-6-1
1 4% 02-761 ;2 : GXAS07-6-1;3:08-3-1 ;4 :08-3-2;5.:08-3-3;6:08-3-5;7:08-3-6 ;
8:08-3-7;9:08-3-8;10:08-3-10;11:08-3-11;12:08-3-12;13:08-3-13 ;14 :08-3-35
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Fig.5 SSR electrophoretogram of the hybrid progenies of guitang01-53 x GXAS07-6-1
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Fig.6 SSR electrophoretogram of the hybrid progenies of guitang02-761 x GXAS07-6-1
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