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Abstract In this study a gene fran maize based onAVPI ofArabidopsis by the hanology-based cbning was

ganed B hst searches ndicated that this gene encodes a vacuolar membrane pywphosphatase( VPP)-like proten

bebnging to the H _PPase superfan ily therefore named w ith ZmVPPI. The ¢cDNA contans an uninterrupted open

read ng frame 0£2301 bp codng for a polypeptide 0f 766 an no acids M u ltiple sequences alizmm ent revealed that
the proten is highly conserved n the plants R ealtme quantitative PCR was used to analyze expression pattems of
ZmVPPI1 n different organs and under different stresses W e found thatZmVPPI wasm ainly expressed n mature
leaves but lower n reproductive organs such as young ear ndicatng thatZm VPPl may play sane 1oles in seques
tration of Na” n the vacuole of mature leaves and pwtect young tissues Expression under dehydratbn PEG,

Na&] cod and ABA showed hatZmVPPI was response to the stresses rather than ABA. The results suggest that

ZmVPP1 is involved in salt tolerance
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Zea mays NP 001105380
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Table 1 Predicting cis-acting elan ents of theZm VPP] gene pranoter fran ma ize

N an e of regu hitory sequen ce Core sequence

Function

TATA -box TAATA core pran oler elem ent around -30 of transcription stait
CAAT-box TGCCAAC canmon c¥ acting elenent in pran oter and enhan cer reg ons
TC-rich repeats ATTCTCTAAC cisacting elment nvolved in defense and stress respons iven ess
LTR CCGAAA cisacting elanent nvolved m bw-tam perature responsiveness
ABRE CACGTG ck acting ekment nvolved i the abscisic acid respon siveness
TCA-ekment GAGAAGAATA cisacting elment nvolved in salicy lic acid respons veness
CGTCA-motif CGTCA cisacting regulabbry elment nvolved in theM eJA- respons iven ess
TGACG-m ot if TGACG cisacting regulaibry elment nvolved in theM eJA- respons iven ess

circad ian CAANNNNATC cissacting regulatory elam ent mvolved in circad ian contio |
G-Box CACGTC cisacting regulabory elment nvolved in light respons veness
MNF1 GTGCCC(A /T) (A /T) light responsive elem ent

AE-box AGAAACIT part of amodule for light response

GAG-moti GGAGATG partofa light responsive elment

Fbox GTATAAGGCC partofa light responsive elment

MBSII AAAAGTTAGTTA MYB binding site mnvolved in flivonoid biosynthetic genes reguhtion
Skir 1 moti GTCAT cisacting regulabory elmentrequired for endospem expression
02-site GTTGACGTGA ck acting reguhtory elenent nvolved i zein metabolim regulation
3 2
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