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Abstract Numerous transcrptbn factors p lay mportant roles in the regulation of plant development substance
metabolisn, and diverse b btic and ab btic stresses Among hem, WRKY fam ily plays a vital role n signaling trans
ducton of disease resistance In this study, we have surveyed the genes nW RKY transcription factor fam ily induced
by plant disease pathogens and their regulation m echanism s involved in the resistance responses These results will
supply sane suggestions for the further research about hemolecu lar regu lation of WRKY transcription factors n the
plants resistance
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Table 1 The WRKY genes nduced by pathogens
W RKY
Pathogen P hnt WRKY genes Refren ce
Sclerotinia sclerotioim, A ltemaria b rassicae Brassica napus L. 13 BaWRKY [ 10]
Phytophthora sojae Petroselinum crispum WRKYI [11]
M agnaporthe grise Oz wtiva L. OV RK Y53 [12- 13]
Boty tis cinerea, Ltemaria brassicicola Arabidopsis thaliana AVRK Y33 [14]
Blumeria gran inis oan yeete Arabidopsis thaliana AWRK Y54 [15]
H ya bperonogpora parasitio Arabidopsis thaliana AWRK Y54 [16]
Xanthomonas oryzes pv Oryzae Oryza wtiva L OWRKY71 [17]
Pseudan onas yringae pv tanato (Pst) Arabidopsis thaliana AWRKYILI, AWRKY17 [18]
Pseud an onas yringae pv syringac6l Capsiam frutescens L CaWRK Y2 [19]
Xanthomonas aconopodis pv Vesicabria
P seud an onas sringae Botrytis ¢ nereu Arabidopsis thaliana AWRKYI8 AWRK Y40, A WRK Y60 [20]
H yabperonogpora parasitice Cah2 Arabidopsis thaliana AWRK Y33 [21]
Pseud anonas yringae Arabidopsis thaliana AWRK Y25 [22]
Tobacco mosaic vinus (TU V) N icotiana tabacum TDBAI2 /23]
Tobacco mosaic virus (TM V) N icotiana tabacum WIZZ- lke protein [24]
Tobacco mosaic virus (TM V) Cap sicum annwm Linn CdVRK Y-a [25]
Xanthomonas cmm pestris pv vesicatoria (X cv)
Elicitor of Phytoph th ora. sojae Petroselinum crispum WRK Y4, WRK Y5 [26]
2 WRKY
Table 2 WRKY genes involving signaling transductibn pathways of disease resistance
WRKY
Paihw ay P hint WRKY genes Refren ce
SA A rabidopsis tha lisna AWRKYIS [27]
Oryza satwa L OWRK Y71 [28]
Arabid opsis thaliana TRAN SPARENT TESTA, GLABRA2 (TTG2) [29]
A Gossyp i spp GaW RK Y1 /30]
Arabid opsis tha liana AWRKY70 [31]
Arabd opsis thaliana AWRK Y62 [32]
Onza sativa L OSVRK Y13 [33]
GA, Onza satva L OVRK V71 [34]
ABA Oryza satwa L OWRKY51, O WRKY71 [35]
3 WRKY
W RKY 31 WRKY
’ W RKY
R PR-]
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