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Cultivar Identification in the Loose-curd Cauliflower
with M olecularM arkers
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Abstract RAPD, ISSR and SRAP molecu hrmarkerswere used for cultivar identification and genetic diversity
analys® of bose-curd caulifbwer cultivars n the southern Chna Totally 370 bands were amplified and 238
(64.3% ) were polymorphic The SRAP priner mel /em 1, could distnguish all 20 cultvars A nalysis of genetic
sin ilarity coefficient showed that bose-curd cau liflow er cu ltivars had a near genetic relatonshipw ith the narow ge-
netic background Cluster analysis showed that genetic relationship anong cultvars and the geograph ic distribution
and maturity were much related It is indicated that cauliflbwer cultivar dentificatbn and genetic diversity analysis
could be conducted effectively w ith molecu larm arkers and the reliable result could be ob tained w th multip kmolee

ularmatker analysis
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Table 1 The characteristics and sources of loose- curd cauliflow er cultivars
(kg (kg)
Single cund Single curd
Code Cultvar M aturity O rigin Code Cultvar M aturity O rign
weight weight
1 90 1.5~20 1 11 50 1L5~18 5
2 100 L.4~20 1 12 65 1 4~20 6
3 90 .L5~25 2 13 50 L4~ 16 7
4 65 1.3~20 1 14 65 13~15 2
5 85 1.4~20 1 15 60 15~18 2
6 58 1.5~ 18 3 16 90 22~24 3
7 60 0.6~09 4 17 65 1520 2
8 85 20~22 3 18 120 15~25 8
9 65 L.6~20 3 19 80 L 4~20 8
10 60 L6~19 3 20 70 L1~15 8
L ;2 ;3 4 ;5 6
? ; 8
12 NTSYS-pc2 10 .
121 20072008 (UPGMA)
122 DNA
, CTAB - - 2
e DNA , 21
DNA s - 20C ( 1) 12
123 PCR RAPD RAPD 77 ,
2. O0mmol/LMgClh, @ 15Smmol/L ANTPs Q 44 Pmol/L 62 100,
, @ 75U Taq DNA (TaKaR a), NAURP147(37 50% ), NAURP40
94C 2mn 94C 305 37C 455 72C 905 40 (77 7%% ) ISR 11 37
; 72C 10m n ; ISSR 2 Smmol/L , 46 84%,
ML L 0. 156mmol/L ANTPs Q 5 Pmol/L , 0 64 NAUBR57( 25 00% ),
U Taq DNA (TaK aRa), 0 94C  NAUISR42(77. 8% ) 9 SRAP
3m 1 94C 30s 55C Immn, 72C 90s 35 ; 124 , 74 2%% ,
72C 10m n PCR L Db odd38/en1
) SRAP-PCR (43.48% ), mel /em3 ( 88. 8% )
Y mel /am3 16 :
124 ; 88.89% 3 238 ,
’ 64.32%
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Fig 1 Electrophoresis profiles am plified by different 90 100 90 65
mo kcubhrm arkers in caulifbwers 65 ) 65
A: RAPD, B BSR, C: SRAR M: DL2000 DNA ladder , ,
22 ) ;2
RAPD , 65 58 65 60 50
120 65 50 .
0. 56435 90 100 65 ; 3 80
65 Q 95164 70 ii
0. 8056 ISR , 60 85 60
85 120 60 ;
0. 6833 65 50 60 iii 65 90
50 0.9747, s s
0.8662 SRAP . 90 100
60 120 85 )
120 0. 5689 90
100 0. 9222, é
0. 7621 ?7
3 , 60 6
120 0. 6054 1 io
90 100 0.935], }%
0.7989  B—
L ’ ' u;,—:%
: 60 " T . ig
120 , - 18
90 100 .68 0.75 081 0.87 0.94
2
? Fig 2 Dendrograms of bose- curd caulifbwer cultivars
2.3 based onm olecular m arker analysis
RAPD
NAURP147 ( 2 3
), NAURP154 ( 12 ),
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