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Abstract The highly andmoderately repetitive DNA sequence CC Cy -1 DNA of O. off winalis w as used as probe
to analyse 0. latfolia genane cam paratively by fluorescence in siu hybridizaton (FIH ) in different strngency Re
sult shows that the hybri izatbnal signals of chmm osamesmainly distrbuted on centranerg acwcentric and telan erg
showing h gher specificity with the dhange of stringency rehtwely In order to expbre the evolutional and genetic
mechanisn and find out the genam ic differences between dplod O. (ficinalis and polyplod O. &iifolia, cam parative
analysis of genames betw een 0. officnalis and O. latfolia w as carried out based on karyotype analysis
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Fig 2 Karyotype image ofO. latjfolin n four different

stringencies on FISH image

1 FIH
Table 1 Karyotype analysis of O. latjfolin based on
FISH in ages
1 CC C,+1 DNA
FISH Numb er RL £SD AR £SD PC
Fig 1 CCC,+IDNA ofO. off iinalis used as probe : o j::g vz ig 1 "
to analyses O. latifolia genam e by FISH 3 570 + 0, 25 L27 0 17 m
2.2 4 536 £ 0 24 1.33 £0 06 m
. 5 507 X0 32 1.36 0 24 m
FEH ’ FEH View EXPO 2 0 6 482 %021 154 2037 m
5 7 457 £0 19 1. 60 £ Q 34 m
A~D Y 0% 6@ Vb 8 453 %019 1.24 £024 m
N , 9 443 0 13 2.07 £ 0 50 am
10 430 0 24 .32 027 m
’ 1 422 0 24 .56 £Q 42 m
, , 2 410 o 18 122 20 09 m
13 38 1029 .07 £0 05 m
’ 37910 11121718 14 378 o0 31 1. 86 £ Q 60 sm
2 1 15 366 £0 22 1. 69 £0Q 50 m
16 362 £0 18 .28 £0 19 m
3 17 349 £0 20 1. 80 £ Q 44 sm
18 347 0 21 1. 34 0 49 m
19 344 £0 19 .99 £q 15 sm
[6]
) ) 20 337017 .27 £0 19 m
, 21 327 0 17 .40 0 14 m
2 313 £0 07 221 0 13 sm
. ’ oD 23 270 0 22 1.30 £ 0 24 m
5 24 239 0 21 1. 11 £0 03 m
CCDD DD Ge RL rehtwve length AR am ratg PC: positon of centranerg SD:

Ll PCR standard deviatio
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