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Current Progress n Mungbean| Vigna radiawn (L. ) Wilczek ]
Genan e Research

ZHAO Dan CHENG XU -zhen WANG Lirxiag WANG Su-hua
(Institete of Crop Sciences Chinese A cadeny of Agricultural Sciences, Beijing 100081 )

Abstract Mungbean [ Vigna radata (L YWilzek] (2n= 2x= 22) is an mportant legume cwop in Asia Stud ies
onmungbean genane have been reported and six sets of genetic Inkage maps have been deve bped but the mmber of
link age groups of each set ofmap is not agreeable w ih the num ber of chrum osames nmungbean genan ¢ Can parative
mapp ng revealed various levels of macrosynteny bew een genames of mungbean and other legumes nchid ng azk i
bean cowpea canmon bean soybean lablab and medicago tmnculata while the greatest consewation were observed
between mungbean and canmon bean Genesmappng for buchids resistance also have been reported in mungbean re
cently This paper gwes an overview of constucton of mungbean genetic Inkage maps canparatve genane m apping
and gene mapping for bruch ds resistance to assist genane reseach and moleau lar breed ng n mungbean
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Numm ber of
Marker M app ing popu ltion . Density of genetic lnkage map R eferen ce
popu ltion
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RFLP Berken/ 67 110 , 758.3 M, 12 Lanbrides
RAPD ACC41 (1) ; Ir: 115 . 691.7 (2000) [
Betk en /w ikl A CC41 F, M, 12
(I
RFLP Berken/ 80 255 s 737.9 M, Hum phy
ACC41 Fg 3.0 dV, 15.4 oM, 13 (2002) L8]
AFLP TC1966 Pagasa 76 70 ) 655.5 M, Sholh in
7 Fy 10. 7, 9 (2002) 191
RAPD TC1966 200 254 s 1514 oM, Chen HM
CAP NM 92 Fp, 6.0 o, 11 (2007) 1101
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Fig 1 Coam parativeQTL maps"'” for seed w eight in three
cultivated Vigna species V. angulais( azukibean), V.
radiun (mungbean) and V. ungu icu lata( cowpea)

Fatokun [39 ( )
81 )s Fatokun [¥1;

M enancio-Hautea
QTL Fatokun [¥!
L inkage groups ofmungb ean are after the maps of Fabokun et
all®! (Ranan num erak) and M enan cio-H autea et
al B (A rabic numerak). Linkage groups of cowpea
are afier the maps of Fatokun et al 31, The QTL
regions or seed weight nmungbean and covpea are

after Fabokun et al ®!.
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