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Abstract ; Sugarcane parents are important genetic resources for genetic breeding and innovation of sugarcane.
In order to learn the genetic diversity of Yunnan sugarcane commonly-used parents, about 63 clones were screened
by using 30 pairs of high polymorphic Genomic-SSR primer with 10 origin species of sugarcane as outgroup. The re-
sults showed that total 363 bands were obtained by these SSR primers, of which 353 were polymorphic bands. High
Percentage of polymorphic bands and polymorphism information content(96.97% and 0. 9441 ) indicated that Yun-
nan sugarcane commonly-used parents possessed rich genetic diversity. The analysis of Jaccard similar coefficient of
all clones illustrated big genetic differences appeared among these parents with a low average similar coefficient of
0. 4309 (range between 0. 2804 and 0. 7329 ). These parents from main land of China exhibited the biggest genetic
differences , followed by these parents from foreign countries. By using UPGMA cluster method , all parents could be
assigned into two groups of different sizes. Moreover , the big group containing most of parents also could be segrega-
ted into two subgroups. Based on the results of clustering,some parents from main land of China,which were not on-
ly excellent parent but also main cultivars, performed a close genetic relationship. And this relationship was also
found between these parents from foreign countries and some old parents from main land of China. Finally, these re-

sults mentioned above would improve the exploring efficient of Yunnan sugarcane commonly-used parents and pro-

riE B HA:2014-12-26 & @ B HA:2015-01-14 %) 2% t ik B #A :2015-10- 14
URL:http://www. cnki. net/kems/detail /11.4996. S. 20151014. 1424. 020. html
E&TH: =84 ARFFEIE4 (2011FBI120) 5 B FK A RFFE3E 4 (31360359 ) ; = A8 T AR R AR 3k A5 % A4 (2014HBO38) ; =i A
BRI H (2012BB014 ) 5 8 PrAEY) Fh B 52 5 & 48 5 6137F] FH (2013BADO1 B03-15)
—VEE BT 7 I R H A 738524 . E-mail : Ixlgood868@ 163. com
WAFVER WL W5 7 2 H RS BEUE . E-mail  fyhysri@ vip. sohu. com



6 XH RS . = B SRR S 2 REMEAY SSR 20 Hr 1215

vide informative direction for screening parent and making cross combination in breeding and innovation programs.

Key words : sugarcane ; commonly-used parent ; genetic diversity ; SSR
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Table 1 The list of Yunnan commonly-used sugarcane parents and control samples
P 5 SRAE TR HR 75 FAZLFR SRR
No. Parent name Origin No. Parent name Origin
1 Funong91-4621 SHEPNG RS 38 CP67-412 [ Sh b X
2 Mintang69-263 G EPN iR 39 CP72-1210 ESP7 S AR
3 Mintang69-421 A KB b X 40 CP72-1312 [ A0 Hb X
4 Mintang92-649 G EPN iR 41 CP84-1198 [ A X
5 Yuetang00-236 o KR X 42 CP85-1308 [ A0 Hb X
6 Yuetang57-423 ob [ R X 43 FR93-435 ] S0 Hi X
7 Yuetang59-65 ohE RS X 44 FR96-405 [ A X
8 Yuetang79-177 o ] Al bl X 45 FR97-137 FE S b X
9 Yuetang82-339 o R il b X 46 P0J213 FE S b X
10 Yuetang84-3 G EPN R 47 P0J2878 [ b Hb X
11 Yuetang86-368 r [ KB b X 48 096 [ b Hb X
12 Yuetang93-159 A B X 49 Xuansan [ S0 Hb X
13 Zhanzhe74-141 ] K s X 50 F108 i S IX
14 Guitangl 1 e Kl X 51 F134 HEAEHX
15 Guitangl2 LUEPNHES 52 F146 i & T X
16 Guitangl7 o [ R i b X 53 F160 o A X
17 Guitang21 r E R X 54 F172 o E A X
18 Guitang82-271 EHEE PN AR 55 PT43-52 E S S IX
19 Yacheng71-374 o [ R fifi b X 56 ROC1 HE S EHhX
20 Yacheng73-512 o B X 57 ROC10 HEEEHX
21 Yacheng82-96 e A B b X 58 ROCI1 i S IX
22 Yacheng84-125 rhE R X 59 ROC16 PEAEEHX
23 Yacheng96-48 o KR X 60 ROC20 T E S HIX
24 Ganzhe75-65 SMEEPN S 61 ROC22 EAE X
25 Ganzhe8 G EPN iR 62 ROC25 A X
26 Ganzhe95-108 e [ R i b X 63 ROCY o E B X
27 Chuantang57-416 o B X 64 51NG208 KEEWFEFh
28 Chuantang61-408 G EPN R 65 51NG63 KEEFFE R
29 Yunrui99-155 SMEPNGE S 66 Badila AT Rh
30 Yunzhe65-225 SHEPNGE S 67 Christalina i Rh
31 Yunzhe94-343 o [ R Bl b X 68 Guangdong-zhuzhe o E
32 Yunzhe99-91 SHEPN S 69 Guangxi-zhuzhe ] o
33 €01001 At X 70 Mango EJ1RE el
34 €0290 FEl At X 71 Nagans ENEFH
35 C0419 [ At X 72 Yunnan75-1-21 #FE
36 CP34-120 [ A X 73 Yunnan83-225 fE
37 CP65-357 Rl Sk 3 X
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Table 2 The name and sequence of 30 pairs of SSR primer

5114, LHEERI(5-3) TS5 BRI (C)
Primer name Forwardprimer sequence Reverseprimer sequence Annealing temperature
mSSCIR16 TGGGGAGGGCTGACTAGA GGCGGTATATATGCTGTG 54
mSSCIR19 GGTTCCAAAATACACAAA CAATCTTATCTACGCACTT 52
mSSCIR21 CGCCAGCCACATAAAAGG CGACCAGGAGTTCATCAA 54
mSSCIR26 AAAATCAGACAAACAGCAT AGAAGAAGCAGATACAGGT 54
mSSCIR3 ATAGCTCCCACACCAAATGC GGACTACTCCACAATGATGC 56
mSSCIR34 ATCGCCTCCACTAAATAAT TTGTCTTTGCTTCCTCCTC 54
mSSCIR36 CAACAATAACTTAACTGGTA CTGTCCTTTTTATTCTCTTT 54
mSSCIR43 ATTCAACGATTTTCACGAG AACCTAGCAATTTACAAGAG 54
mSSCIR47 GCAATGGAGGTAGGAATG TAGAATCACCCAAAAATAAA 54
mSSCIR52 ACAAGGGAAGACAAATCAG ACCAAACCACAAAGCAAA 54
mSSCIR56 ATTTGACGCTACGATGGTG ATCCGTTTTTCAGCAGAGC 54
mSSCIR58 CTCACTCAGGCACAAGAAT TGGGGTCTAACAATCAACT 54
mSSCIR64 ATTGGATTCCTTCTGCTA CATCACAACAGGTTTCAG 54
mSSCIR66 AGGTGATTTAGCAGCATA CACAAATAAACCCAATGA 54
SMC1047 TGAGCCTAAGCCAGAAAGAAG GGAACTAATTTCCTACGAGAACAC 50
SMC1237 TTCACGAACACCCCACCTA GCGCCAGGTAACCTACTGAA 58
SMC1752 GGCTGATTTACATGAAACTGTTCT AAAGCTGGTATCCCAGCATACT 64
SMC1814 GGTTGACGATGAGAAGGACGTG CACCCACATAGTGCCCAACG 64
SMC1825 CACGTCCTTCCGCCTTGA TCATCGTTCGTCGCACTG 56
SMC2017 CACAAGTGAAGATAATAGTGTCCCT GATCCCAAATCCCTTGATCTC 62
SMC2055 TGAGCACATGGTTCTGCAAG TCCACTCCCTCACCATCAG 60
SMC219 TCTCCCTCGATCTCCGTTGT GGAGTGTCTTCAGCTATCGGA 62
SMC22 CCATTCGACGAAAGCGTCCT CAAGCGTTGTGCTGCCGAGT 62
SMC278 TTCTAGTGCCAATCCATCTCAGA CATGCCAACTTCCAAACAGACT 50
SMC286 TCAAATGGGACCTTATTGGAG TCCCTCGATCTCCGTTGTT 58
SMC336 ATTCTAGTGCCAATCCATCTCA CATGCCAACTTCCAAACAGAC 54
SMC63 TCCCCCGTTGCTGGTAATC GACAGGTAGGGCAGGGTGT 50
SMC640 TTAAGAGACCCGCCTTTGGAA TGCCAGAAGTGGTTGTGCTCA 62
SMC720 CGCACCGACGCACGTCT GCCAATGGAACGGGTCTA 56
SMC851 ACTAAAATGGCAAGGGTGGT CGTGAGCCCACATATCATGC 58
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Table 3 The polymorphic performance of 30 pairs of SSR primer for Yunnan commonly-used sugarcane parents

Percentage of polymorphic bands

ZAEVEFW LR (%) EZY eSS

Polymorphism information content

GIL B2 PSSP 6 LML
Primer name Total band number  Polymorphic band number
SM(2017 15 15
mSSCIR52 19 18
SMC1047 18 17
mSSCIR34 20 19
mSSCIR26 19 17
mSSCIR36 25 25
mSSCIR66 14 14
mSSCIR21 14 14
SMC1814 17 15
SMC720 19 19
SM(C219 10 10
mSSCIR3 13 12
SMC640 11 11
mSSCIRG4 9 9
mSSCIR43 12 12
SM(C336 11 11
mSSCIRS6 8 8
SMC1237 9 9
SM(286 8 8
SMC1752 11 10
mSSCIR19 11 10
mSSCIR16 7 7
SMC22 10 10
SM(851 14 14
SM(2055 6 6
SMC1825 8 7
mSSCIR58 9 9
mSSCIR47 7 7
SMC63 6 6
SM(C278 3 3
A Total 363 352
F-H Mean 12.1 11.7

100. 00 0. 9826
94.74 0. 9826
94. 00 0. 9826
95. 00 0. 9820
89.00 0.9811
100. 00 0. 9806
100. 00 0.9781
100. 00 0.9761
88.24 0.9739
100. 00 0.9735
100. 00 0.9734
92.31 0.9719
100. 00 0.9710
100. 00 0. 9696
100. 00 0. 9683
100. 00 0. 9604
100. 00 0.9574
100. 00 0.9563
100. 00 0. 9554
90. 91 0. 9549
91. 00 0.9514
100. 00 0.9474
100. 00 0. 9463
100. 00 0.9433
100. 00 0.9374
88. 00 0. 9287
100. 00 0.9232
100. 00 0. 9090
100. 00 0.7276
100. 00 0.6772
/ /
96. 97 0. 9441
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Fig.1 The sharing status of amplification bands SSR

locus for commonly-used parents from different regions

Table 4 Polymorphic analysis of commonly-used parent from different regions at SSR locus

AR S SRR R A SR (%)
Parent population Total band number Polymorphic band number Specific band of population Percentage of polymorphic bands
KA 341 322 26 94.43

SRS 295 275 5 93.22

[ 5k 322 295 12 91. 61

2.3 JEBEUES
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for commonly-used parent from different regions
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Fig. 3 The UPGMA dendrogram based on Jaccard coefficient for commonly-used sugarcane parents
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