TR AL R IR 24 2015,16(2) -288-293

Journal of Plant Genetic Resources

DOI; 10. 13430/j. enki. jper. 2015. 02. 012

FIF 53 ¥ b ik 23 W e S A0 3 14 2 A1k
B FCAE R Gl it i H

IR, EIR, ZHE,RL

1 AN A

T
(I TLA RN B BEAE Y & BT i, IR 150086)

WE .5 T479Td T4 K vk DNA K-F Ly B TR mm A LA SR ERF &, ALEETAHR S FTAFLS
M REAE S AR AT LB ST R T AR S AR AT AT AN AT b 0 R e AR T AR T AR AT B R4 S A

BB i — e iR AR TR B
KR SR o T4 B4 S AW R4

Genetic Diversity Analysis on Sorghum Using Molecular Markers and

Its Application in Germplasm Enhancement

WANG Li-ming, JIAO Shao-jie, JIANG Yan-xi, YAN Hong-dong, SU De-feng, SUN Guang-quan
( Crop Breeding Institute of Heilongjiang Academy of Agricultural Sciences, Harbin 150086)

Abstract ; Using molecular markers to analyze genetic diversity become an important method, because they can

reflect genetic variance on DNA level. Research advance of sorghum genetic diversity analysis based on molecular

markers were summarized, and their application in germplasm enhancement were also identified. Futhermore, sug-

gestions for futher research on genetic diversity analysis of sorghum were put forward.
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