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Analysis on Genetic Relations inDifferent Ecotypes of Longan
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Abstract ; ISSR markers were used to study genetic diversity and relationship of different ecotypes of longan
germplasm resources. The results showed that 12 primers from 100 ISSR primers were selected for amplify the ge-
nome DNA of 39 materials. Totally 152 ISSR loci including 117 polymorphic loci were produced, with a polymor-
phism rate of 76. 97% . The genetic similarity coefficients among 39 different ecotypes longan materials were be-
tween 0.57 and 0.92. That means ISSR markers can reveal the genetic diversity of these tested materials. All of
the cultivars could be separated into three groups at about 0. 65 similarity value with UPGMA , inchuding a group of
south subtropical ecotype longan from China; a group of south subtropical ecotype longan Shixia and Dawuyuan ,and
tropical ecotype longan Sijimi genotype,and a group of longan from Vietnam and Thailand. It was also showed that
the genetic relationship has a higher level of genetic background in different ecotypes of longan. These results will
provide much more useful information for studing classification, genetics, and evolution of longan germplasm re-
sources.
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Table 1 List of materials

G Ak A U 2l
Code Name Origin Area Ecotype
1 34K Lidongben o ] e A B AR 2
2 ZRBE Dongbi Fujian China  HUJpR
South  subtropi-
3 FARAS Songfengben Outh subtropt
‘ calecotype lon-
4 KREFLZ Jiaoxizaoshu
gan
W25 AR
5
Gushan No.2 Guangdong
Chi
6 Fi% Shixia e
; HhH1 5
Chunlongzao No. 1
8 f# K Chuliang
9 & Guixiang HE P
10 K18 Dawuyuan Guangxi China
11 W15
Guiming No. 1
12 RIE Linglong
13 POZ=4 Sijimi AR B R R
14 & -1 Wuxuan-1 Southeast Asia  JEHR
15 #5-1 Nanning-1 Tropicalecotype
longan

16 HE|-1 Yueyin-1

17 ‘B9-1 Guancheng-1
18 E¥%-2 Guancheng-2
19 B¥-3 Guancheng-3
20 B¥R-4 Guancheng-4
21 E¥§-5 Guancheng-5

22 BE-6 Guancheng-6

23 BE-7 Guancheng-7
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®1(4)
G5 EiN i P eyl
Code Name Origin Area Ecotype
24 #(Jk) 51-1 North R B AT A 2
Vietnam longan-1 Vietnam AU R

25 #(4k)51-2 North South  subtropi-
Vietnam longan-2
26 8 (4t) 51-3 North longan
Vietnam longan-3
27 (™) 51-1 South O R 2 A
Vietnam longan-1 A
28 # (/) 5-2 South
Vietnam longan-2 longan
29 (R ) 513 South
Vietnam longan-3
30 #(F)5]-4 South
Vietnam longan-4
31 () 51-5 South
Vietnam longan-5
32 #(F)51-6 South
Vietnam longan-6
33 # () 517 South
Vietnam longan-7

34 Z&5]-1 Thailand-1

calecotype

Tropicalecotype

35 7%51-2 Thailand-2 R 2

36 K Ee-Hea % T R

37 175 Beow Koew Thailand South subtropi-
calecotype

* k2 E-Dax longan

39 Zim Faimtouing

1.2 REHZE

FEPHIZH DNA 42 BCS A . R et R CTAB ¥
FEHUH H B DNA R 19% B WEE e e ik 46 ) H:
SEREME (f 22 A1 53 G BE THI A 0D, . OD.yy , K2
I DNA 4l 5k BE

ISSR-PCR 4" 34 J% HiL ¥k : PCR ¥ 34 2 [ 7£ PTC-
100 #6 & PCR AL A7, R AR FR 3L 20 pl, f 45
2.0 pl 10 x Buffer (% Mg**)0.2 pl.0.5U Taq poly-
merase 0.2 wl.1.0 mmol/L dNTPs0.4 wl.1.5 pmol/L
ISSR 514 1 wl,DNA #ifg 45 ng/pl, ddH,0 #p 2
20 pl, P HEFEF o 94 °C FiAEME 4 min, 94 °C ZE M
1 min, & PR AU BE BE 51 901 2 50 5,72 °C fEfift
2 min, 336 PMEFF,72 CHEM 10 min, P71 /2 b 45
HIEIA4 wWlIRE RS, 6 wl 93T 1%
ISR EE I b L K, F AR G2 v 1 x TBE, 1R Ak
CEE(EB) et Yt 5 b (Adi i

1.3 HIESH

ISSR by i AR, 4 5571 1A TC 40 BIRAE,
WA 1, JEA e N 0, F% NTsys2. 10e BAFA% 202
SR AR, 5% ] NTsys2. 10e # 4 DICE ¥ 347
AR RIYE R T, JF A UPGMA 727 14 g 2R
B

2 ZRE5HH

2.1 SHMESH

M 100 2% ISSR Sl it h 12 sxE G AT
A T S 1, FIFHEX 12 2% ISSR 51911 1545 2]
152 M H 2T 5 117 4, 28 H ik
76.97% , UL EHAHIFGE H (R i (B A7 (R 35045 22 S 4%
R(E2).

&2 ISSR3IMMEEEDT
Table 2 ISSR primers and polymorphic analysis

519 BAWE EBMEREE SBHLH(%)

Primer No. of total No. of polymorphic Percentage of
bands bands polymorphic bands

UBC 816 14 10 11.43

UBC 857 15 » £0.00

UBC 866 14 12 85 71

UBC 862 1 g S,

UBC 881 16 3 o1 25

UBC 884 10 7 70.00

UBC 878 12 9 2500

UBC 880 15 11 .33

UBC 883 9 8 28, 89

UBC 845 13 10 76.92

UBC 889 12 9 75.00

UBC 891 1 g 7

Total 152 117

Average 76.97

2.2 BELSW
FIH NTsys2. 10e #AXt ISSR 519 (4 1 2%

AT (K1) o WE L ] LUE SRS
FKA IR 5L A DL R BUEARTE 0. 57 ~0.92 Z i,
7E 0. 65 FHRIACE AT LIk A S 56 (9 g HR A 5 434 1
AR HE T 20 V0 T AR IR A e S A
SR 288 1AL 45 A B AT R 5 5] 2 A Fig AT
A ST HR SRR, DA R AT A 25 78 IR Y 2 2 2R Al
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Fig.1 UPGMA dendrogram of 39 longan cultivars
1 ~39:39 IR MRAEAAT R}, 45 %M 3% 1

1-39:39 longan cultivars. Code name as table 1
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