TR LRI 22 2019, 20 (6 ): 1399-1407

Journal of Plant Genetic Resources DOI: 10.13430/j.cnki.jpgr.20190403001

PRRs S ReHE Rt e

EV R O
O R R R A B, 1 BH 471023 )

FEE : PRRs kA RAEA A Mo Ik % 3500 TR W0, M B 4 4] TF 1L ik 42 P AL dp 0 4E A, St 8 A4 ABA
FaRYU D IREN HEDAENZTORBEAETL Y0, EADAERLFTIRPREZMEA, %R 7T PRRs RAA RGN L
AAFAE | S8 BAR A R B AL B 3 a8 B e vf o KB A i —F BF R PRRs KR A W 6 s Ae 3z B R EWAFH S APt
iRy 2

KR : M B AGA4E R G s PRR3T; R4k dh; A, dbbtd s 3ad

Advances on Unlocking the Functional Basis
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Abstract: The PRRs family gene, which serves as a major component of the core clock of the circadian clock,
plays important role in inhibiting the plant flowering, and manipulating ABA-dependent stress resistance and the
accumulation of plant biomass.This article reviews the structural characteristics of the PRRs family genes, the
photoperiod regulation model and its responses under stress treatments, in order to provide a theoretical reference for
further study of the function of PRRs family genes and the cultivation of high-quality and broad-adaptability crop varieties.
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Table 1 PRRs genes and their functions in several plants

L SEH 2K FEIhRE EZ PN
Species Gene name Major function References
IR ST PRRS Z5EEMREYT; 25 ABA (555 S [59]
Arabidopsis thaliana FHiE CCAI A LHY J3 shFHis 1tk [14]
(L.)Heynh. B3t CONSTANS WA iR AR 4 il FF AL ] [14,23]
SR & M EAR AR [59]
TR LR CBE B350 B A 3 [41,53,57]
PRR7 AT CCAL F1 LHY Wi Jo F 4 [56]
(5 P w e R SE - P N A e e SIS RN [58]
BLiE CCAT A LHY J5 20 T3 [14]
i# it CONSTANS WA R AR 1 il FFAE R ] [23]
PR LN CBF B 283580 34 e [49,53,57]
A KT [20,23-25]
5 Rt 2 3 N A 5% [25]
PRR7 T ABA F K [ 15t [25]
PRRY VAT CCAL Fi LHY Wi Jo; B85 i [56]
RH3E CCAI Fl LHY Ji& 2 FHaiE [14]
i it CONSTANS AP E AR5 il FF AL ) [23]
TS HE D CBF (3350 0 )3 ¥ e [49,53,57]
TOC!1 TOCI %545 ABA FEH 5 81 140k ABAR . CBF , ABI3 “5 5L 1K 3835 [44]
Pl PIFs S0 N IRl [54,57,61-62 ]
Wi 17 74 FaEL [57]
N OsPRRI OsPRRI TR ¥4 Bkt 8% [54]
Oryza sativa L. OsPRR37 OsPRR37 i End1 [40]
Pl R ROk = 2R [ 64-67 ]
0sTOCI HHi Rk [ 46 ]
OsPRR73 SEieyiibS [45]
[ SbPRR37 SbPRR37 i i ikl FT TiZHZUIT 16 [42-43 ]
Sorghum bicolor
(L.)Moench
K HvCCAI/HvPRRI/ VAV R A ATETTTAE [68]
Hordeum vulgare L. HvPRR37/HvPRR73/
HvPRR59/HvPRR9S
INFE TuPRR37 55N SO R R o I [69]
Triticum aestivum L.
TuPRR73 MR PR R IR AT RE S T v R R A 5 [69]
K PRR3/7/9 K SN PRR3/7/9 SERTE T 2 hin T 43380855 , 1 PRR3 JE K 7% [47]
Glycine max A RAR PR A
(L.)Merr.
PRRI PRRI 5% ABA {55 SR ALALAR Rl A 4 39045 s vy 2 [70]
PN OnPRR7 AT REFEAE K B BT AE R R Bl A rp BV E [63]

Oncidium hybridum
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