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Plant Genetic Resources Data Integration Based on Ontology

7ZHU Tian-sheng Yang Hua LUO Lijun YU Shun-wu Zhan Xiang-dong LONG Ping
( Shanghai Agrobiological Gene Center Shanghai 201106)

Abstract: With the development of modern biology many biological data sharing centers have been set up
worldwide. Meanwhile plant genetic resource data is becoming increasingly complex heterogeneous and huge
in size. This paper introduced types and characteristics of the several main biological databases in the world as
well as the concept and status of ontology in biology research. The sirategies on establishing integrated bio—
logical system of multiple data sources including data mining tools scientific literature and academic ex—
change were also proposed. Several issues of scientific data Integration were further discussed at the end of

this paper.
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Fig.1 The map of plant genetic resources data omtegration
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