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Screening and Evaluating Sprout Characteristics of Grasspea
( Lathyrus sativus L.)
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Abstract: There has been a lack of certainly and integrity in sprout characteristics evaluation of grasspea and
breed quality identification for a long time. In this study 29 germplasm resources of grasspea from diffident loca—
tions of China were collected as the materials. They were cultivated as the method described by ZNLG institute. An
preliminary study has been performed by basic statistic analysis K-means clustering analysis and correlation analysis
on the eight traits of grasspea and grasspea sprouts. The results showed that variation coefficient of bean sprouts out—
put reached 24. 42% which was larger than those of other traits. Twenty-nine accessions of grasspea species were
divided into 5 groups. Characters of group one were small grain high seedling production high soluble protein con—
tent and high V. content. Length of grasspea sprouts was significantly correlated with bean sprouts output ( P <
0.01) and was significantly correlated with smoothness of seed skin ( P <0.01) . Bean sprouts output was signifi—
cantly correlated with smoothness of seed skin ( P <0.01) but was negatively correlated with kernel weight ( P <
0.01) . To screen and evaluate the resources of grasspea for sprouts sprouts output should be more important than
other traits and the values of them should be larger than 1. 01g/g. In this study grasspea of Gansu Zhangye White
fragrant grasspea and Aza grasspea-2 were selected as excellent resources for further study.
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Table 1 A list of grasspea tested
CGRIS number Germplasm resources Seed color  Smoothness CGRIS number Germplasm resources Seed color Smoothness
17 A00432 17 A00429
17A00417 17 A00437
17 A00435 2 17 A00425
17A00431 17 A00428
17A00438 17A00441 3
17 A00424 2 17 A00442
17 A00445 17 A00433
17 A00423 17 A00439
17 A00444 2 17 A00448
17A00419 17 A00436
17 A00446 17A00421
17 A00420 17 A00426
17 A00422 17 A00443 -
17 A00440 2 17A00418
17A00434 1
1.2 1 0. Excel
2003 SPSS 16.0
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1.3 24.42%
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Table 2 Basic statistics of the traits able 3 Clustering results of main traits of grasspea
characteristics
Cluster
Index Max Min Mean s ov N Index 1 I m I\ v
( cm) 11.45 8.38 10.71 10.30 10.58
(9 mwoasm ma 28 DR Y (0 1ol 0ss om0 oo
(‘cm) 1‘ o (7)‘ > 0‘ 8; 0‘ ) 24' Zz ) (mg/g) 3.14  3.53  3.24 3.28 3.32
(e/8) : : z- .s ' . ? (mg/g) 1797 10.70 17.70 14.14 13.21
( mg/f) 14' 8? 2 ‘2‘2 1;1. 29 2‘ 9 17' 9*2 ig V.(mg/g) 0.85  0.60 0.60 0.68 0.68
(mglg) 1951 9. 872,65 17.82 29 (g 16.57 21.27 21.92 22.71 18.47
Ve(mg/g) 1.19 0.44 0.67 0.16 23.88 29 3 5 7 3 9
2.2 K - 5 I
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29 . IV Vo
. .V 2.3
V, 5 4,
I 0.518,
|
2 . M.V V 24 0.602.
o 29 °
4
Table 4 Correlation of various traits
C
Index Shoot length Output rate Soluble sugar Soluble protein Ve Color Smoothness
0. 800 ™
-0.257 -0.387"
0.296 0. 238 -0.110
Ve -0.033 -0.001 0. 030 0. 109
-0. 080 -0. 037 0.120 -0. 098 0.289
0.518™* 0. 602 ** -0.192 0.018 -0.383" -0. 361
-0. 301 -0.354" 0. 088 -0. 048 -0.372" -0.293 0.133
" P<0.05; ™ P<0.01
-0. 354; V. o
-0.372,
Ve o .
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