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Abstract: DNA methylation is one of the important regulation mechanisms for gene expression in eukaryotic ge-

nome. Methylated DNA can interact with specific methyl-binding protein, and acts as a platform to facilitate the rec-

ognition of chromatin complex, and involves in the organization of chromosome structure, which ultimately determines

gene’ s expression. Here, we reviewed the research progress on plant DNA methylation , summarized its biological

functions and detection methods,and introduced the wide occurrence of DNA mehtylation, which might lead to phe-

notype variation in the process of crop germplasm conservation. The purpose is to provide a clue to understand the

DNA mehtylation and explore an approach for the security of conserved crop germplasm.
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Table 2 Comparison of various DNA methylation detection methods
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