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Abstract: The genetic diversity of 17 pigmented rice varieties in Shaanxi Province was investigated with the

technique of SSR. Using 22 effective primers from 12 rice chromosomes, 128 alleles were detected. The average

number of alleles per SSR locus was 5. 8. The average number of polymorphisc information content per SSR primer

was 0. 73 with a range from 0. 49 to 0. 89. The 17 pigmented rice varieties were divided into two classes in 0. 24

of genetic similarities coefficient. Green rice was classified into a single caregory. Clustering analysis by 11 agro-

nomic characters indicated that green rice and other varieties were divided into iwo classes in 7. 22 of euclidean

distance.
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Table 1 Polymorphism information content of 22 SSR loci

0. 8% KB K 15 %k 2 46 0 /K 78

ek BN 258G 5y Bl EEHER
Primer Alelle & & PIC|| Primer Alelle B’ PIC
RM1 5 0.75 RM339 6 0.71
RM297 7 0.89 RM335 6 0.87
RM10 6 0.72 RM254 5 0.79
RM13 4 0.69 RM224 8 0. 89
RMS8S 4 0.49 RM277 6 0. 63
RM225 4 0. 60 RM294 8 0.71
RM341 7 0. 85 RM172 7 0. 86
RM274 8 0.54 RM253 6 0.75
RM16 6 0.74 RM242 4 0. 66
RM219 6 0. 66 RM280 5 0.78
RM258 6 0.77 RM17 4 0. 65
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Fig. 1 Amplification results of 17 pigmented rice varieties with primer RM294
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Fig.2 Amplification results of 17 pigmented rice varieties with primer RM224
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Fig.3 Amplification results of 17 pigmented rice varieties with primer RM85
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Fig. 4 Dendrogram of genetic similarity among 17

pigmented rice varieties with based on SSR data
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Fig. 5 Dendrogram of agronomic trait among 17 pigmented rice varieties
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