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Linkage Analysis on Flesh Firmness of Watermelon
| Citrullus lanatus ( Thunb. ) Mansf. | by SSR Molecular Marker

GAO Lei,ZHAO Sheng-jie, LU Xu-giang, HE Nan,ZHU Hong-ju,DOU Jun-ling, LIU Wen-ge
( Zhengzhou Fruit Research Institute ,Chinese Academy of Agricultural Sciences ,Zhengzhou 450009 )

Abstract ; Flesh firmness is an important quality attribute of watermelon, more and more producers and consum-
ers pay attention to this. In this study,the BC,F, population was constructed using PI271769 (known to have different
characters compared to the recurrent parent)as a donor parent,and the elite watermelon cultivar 2037 as the recurrent
parent ,and we found that some watermelon of BC,F, population had hard flesh. One hundred eighty five simple se-
quence repeat( SSR) markers on 11 chromosomes were used to detect polymorphism between PI1271769,2037Z, soft flesh
pool and hard flesh pool. BVWS00954 on chromosome 6 of them was found to have polymorphism between soft flesh pool
and hard flesh pool. Then we found that BVWS00954 was linked with flesh firmness in the BC,F, segregating population
through one-way ANOVA ,and this correspond with different watermelon germplasm. These results laid an important foun-
dation for fine mapping,map-based cloning and marker-assisted selection breeding of watermelon flesh firmness gene.
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Fig.4 Amplification pattern of polymorphic SSR marker BVWS00954 in the different watermelon subspecies
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