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Establishment of SSR Fingerprint Map and Preliminary
Analysis of Genetic Diversity among Aromatic Rice from
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Abstract: 41 rice lines including 39 aromatic rice lines and 2 indica rice restorer lines were analyzed by using
13 simple sequence repeats( SSR) primer pairs selected from 40 SSR of National Standard primer pairs that disperse
on 12 chromosomes in rice. A total of 36 polymorphic bands were detected among 41 lines. Cluster analysis showed
that genetics similarities among the 41 lines were above 0. 58 while the genetics similarities among the aromatic rice

lines were above 0.64. As expected the result of cluster reflected basically the genetic relatives based on the pedi-—

gree analysis.
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Table 1 Materials

Code Name Source Code Name Source

DR13 084 DC324

DR46 6 DC325 20

DP63 46 DC326 2260

DC286 1 DC327 18

DC288 1 DC328 09

DC289 DC329 99-98

DC292 DC330 103

DC296 D05-457 DC331 9407

DC297 DO5-517 DC332 6

DC298 DC334 1

DC309 1 DC335 2402

DC310 2 DC336 1

DC313 4038 DC339 6125

DC314 14 DC341

DC315 2084 DC343 992

DC317 218 DC346 075

DC318 1 DC347 31

DC319 8 DC349 2

DC320 10 DC350

DC321 9 DC353 9906

DC323 4
1.2 DNA 45s 35 ;72°C o

3 CTAB DNA 1.4

-20°C PCR 2%

1.3 SSR-PCR o
SSR - PCR 25ul 110 x 1.5 SSR
2.5ul 10mM dNTP 0. 5ul Tagplus DNA 40
1.25U 10pM 0.5ul DNA N

Ipl. PCR :94°C 4min; 94°C 13 (
455 55°C( 50°C) 45s 72°C hitp: //www. gramene. org) .
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1.6 2 13 SSR
PCR Table 2 The marker data of the thirteen selected SSR
1 markers
0 o NTSYS 2. 1
Qualitative date Core marker Chr. Repeat motifs No. of alleles
( GS) GS = 2N,/ RM128 1 (GAA)9 1
(N, +N) N, P RM284 8 (GA)8 2
Ni i Nj J RM513 1 (TC) 11 1
. GS RM1375 10 (AG) 31 2
( Un-weight Pair-group Method using Arithmetic fvi2855 ? (AD)37 3
Averages UPGMA) RM3204 3 (cn12 2
. RM3475 1 (CT) 22 3
RM3513 4 (CT) 28 4
2 RM3533 9 (GA) 12 2
2.1 SSR RM5603 7 ( AAG) 8 2
40 SSR RM6920 1 (TTA) 19 4
13 41 36 RM20095 6 (AT) 35 5
2.717 RM23736 9 (AT) 44 4
( 2) . RM128
RM513 1 RM284.RM1375. RM3513.RM6920( 1) RM23736 4
RM3204 .RM3533  RMS5603 2 RM20095 5 o
RM3475 .RM2855 3 13 o
1 RM6920 PCR
Fig.1 The PCR amplified polymorphic of core primers RM6920
M DNA marker 300bp.200bp  100bp. 1 ~41 41 DNA  RM6920
M DNA marker the size is 100bp 200bp and 300 bp. Lane 1 to lane 41 denote the RM6920 PCR products of the 41 cultivars and germplasm
2.2 DNA 0.58~1.0 2 084
13 6
10 0.58,; 0.64
41 DNA ( 3.
4) . o 0.7 41
2.3 4 I 084 6
13 36 ;o I 103 ;
41 ( 2) . v 6125 ; IT
41 37 °
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Table 3 The core thirteen SSR marker polymorphism matrix of 41 rice materials
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fl
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dl

RM284 RM513

bl

RM128

h4

hl h3

2

gl

el e2 e3

d2

cl

b2

al

Code

DRI13

DC292
DR46

DC296
DP63

DC297
DC286
DC298
DC288
DC309
DC289
DC310

DC313

DC320
DC314

DC321

DC315

DC323
DC317

DC324
DC318

DC325
DC319

DC326
DC327
DC334
DC328
DC335
DC329
DC336
DC330
DC339
DC331

DC341
DC332
DC343
DC346
DC347
DC349
DC350
DC353

II

0.7

2402
9407

~

1

992,

2260+

9

10

o SSR

23
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Table 4 The core thirteen SSR marker polymorphism matrix of 41 rice materials

RM23736

RM20095

RM6920

k2

RM5603

jl

RM3533

ml

1 2 13

k4

k3

k1

2

2

il

Code

DR13

DC292
DR46

DC296
DP63

DC297
DC286
DC298
DC288
DC309
DC289
DC310
DC313

DC320
DC314
DC321

DC315

DC323
DC317

DC324
DC318

DC325
DC319

DC326
DC327
DC334
DC328
DC335
DC329
DC336
DC330
DC339
DC331

DC341

DC332
DC343
DC346
DC347
DC349
DC350
DC353

SSR

39
0.58

0.64

10
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Fig.2 Phylogenetic tree analysis based on SSR markers analysis of 41 materials
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