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Abstract: DNA fingerprinting analysis that enables assigning uniform identity information for each rice
germplasm is of great significance for identifying the genetic basis of rice germplasm resources, improving their
utilization efficiency and protecting the intellectual property rights of the seed industry in China. In this study,
using 5374 rice accessions that have been genotyped by the whole-genome resequencing, two sets of genome-
wide DNA fingerprinting standards were established through the selection of reference sample resources,
analysis of high-quality SNP loci, and selection of the optimal number of SNPs and SNP combinations. Through
principal component analysis and phylogenetic tree analysis, SNPs in the collection of fingerprinting standards 1
and 2 could represent 94, 197 high-quality population common SNPs applicable for the population genetic
diversity. In addition, population genetic similarity analysis verified the effectiveness of fingerprinting standards
1 and 2 to uncover the genetic similarity identification of rice germplasm resources. This study is expected to
provide technical support for the conservation and utilization of rice germplasm resources and the protection of
intellectual property rights in the seed industry, and to provide reference for the development of DNA fingerprinting
standards for other crops.
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Supplementary Table 1 The SNPs position and genotypes of Fingerprint 1 in the reference genome
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Chr01 1912177 G T Chr02 784763 T G Chr03 1021221 T C Chr04 1073900 T A
Chr01 2745354 C T Chr02 2116389 C T Chr03 1842034 A G Chr04 1827386 A G
Chr01 4823139 T C Chr02 5259525 C T Chr03 4416979 C A Chr04 4702459 G A
Chr01 6522302 A G Chr02 7037726 A G Chr03 5893425 C T Chr04 5917803 T C
Chr01 9420461 G A Chr02 8491849 C T Chr03 8651213 T C Chr04 8646787 C T
Chr01 11112365 G A Chr02 10172138 C T Chr03 9982503 G A Chr04 9316747 A G
Chr01 13334069 G A Chr02 11134366 C T Chr03 11160567 A G Chr04 12009961 A G
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Chr05 3628768 G A Chr06 1768017 C T Chr07 2772465 C A Chr08 3265252 T C
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Supplementary Table 2 The SNPs position and genotypes of Fingerprint 2 in the reference genome
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