TP AL 4R 2020, 21 (1): 20-25

Journal of Plant Genetic Resources DOl 10.13430/j.cnki.jpgr.20191024002

ZEBTEVING AASE SRR TR Gl

ERE
(APl KA R R AR 2F B 1 VR el K 5 8 90 =, i 430070 )

R BT A T RAGAP N AP R R S AR 5 BEAh £ 8@ 5 ® 45, TR L GAY R I A AP 89 B ARMEAR 5 R RS A
Mo AL ELT AR 30 58 BT IR0 2 B BB AY 55 TUAS F 55 % F 8L 09 Mo b 18] 0 2k 18] 2% 5 A 500 an FL AR SR AT A
BAY R RAVE oy TR 0] 4 2P KA SR EARN I 51 IR, 5 8 SeAb LA A RIE A A3 R K R EAR
Ay R SMR I EARRE ERN B, 2R Y B S RFHEN BRI — 4 e SR 5 R R A AL A2k B A
AW FEMRR, IR T R F LK REUR ) F AR SN EFFY TR 7 8 B R AT

KR : L BB BN AR TR R AR IR et 5

Introgressive Hybridization and Germplasm Innovation
in Brassica Crops
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Abstract: By successive backcrossing and subsequent selection of the synthetic interspecific hybrids and
allopolyploids with the cultivated species, the introgression of targeted chromosomal segments from the relatives
becomes feasible. In this review, the intertribal hybridizations between the cultivated Brassica L. species and
several distant relatives, cytogenetic behaviors and generation of new germplasm resource in our group are
summarized. Due to the partial elimination of the chromosomes from pollen parents, the hybrids are able to
maintain the whole or majority of the chromosomes from the female brassicas with the addition of few alien
ones, and could produce the introgression lines with some male-derived characters, exhibiting the genetic and
epigenetic alterations but keeping the same chromosome number as the female. The perspectives for crosses with
distant relatives aiming at the new germplasm innovation are discussed.
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