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Abstract ; Silk is the main sexual organs of maize ,and the normal development and morphogenesis of silk is crucial

for the reproduction and yield of seed. We found a natural mutant sk-A7110 that showed an exhaustive deletion of silk,

which made itself suffer the abortion of seed on account of no pollination. Genetic analysis indicated that the mutation was

controlled by a single recessive nucleus gene SKA7110. The SKA7110 was localized in a 255 kb physical distance between

the markers SAG2] and IDPI453 on chromosome 2 according to the gene mapping result by using bulked segregation

analysis. The work of this study would provide a basis for cloning and functional analysis of SKA7110.
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Fig. 1 The ear of the wild-type( WT ) and

sk-A7110 mutant at silking stage

Table 1 Tassel branch number of wild type and mutant in segregation population of two combinations

A () SIAET WP AR R G R TN
Hybridized group Branch type Wild type number Mutant number
80044/sk-A7110 —Z 453 F Primary branch 8.89 6.24 *

(BC,)) 2453 Secondary branch 2.11 0.83 ™
B73/5k-A7110 —8 5345 Primary branch 11. 65 9.58**

(BC,) T Z K Secondary branch 3.72 1.65

HRINTE P <0.01 KFL2EFBFE  * indicates the different significance at P <0. 01 level

K2 sk-A7110 REFHES S

Table 2 Genetic analysis of sk-A7110 mutant

AT (BEIR) BC, A SBREL BFA B G RRRAR S A <3 84)
Hybridized group Total BC, number Wild type number Mutant number Theory value 0=
B73/sk-A7110 231 117 114 1:1 0.04
80044/sk-A7110 938 465 473 1:1 0. 68
P2/sk-A7110 2785 1422 1363 1:1 1.25
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Fig.2 Gene mapping of SKA7110 on maize chromosome 2
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