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Molecular Mapping of QTL for Leaf Rust Resistance in
Chinese Wheat Cultivar Weimai 8
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Abstract: Wheat cultivar * Weimai 8 is a good source of adult plant resistance to leaf rust. To understand the
chromosomal position of its leaf rust resistance genes, 179 F,., lines from the cross Weimai 8 x Zhengzhou 5389
(‘susceptible to leaf rust) were used to map leaf rust resistance QTL. The results showed that there was a major QTL
on chromosome 2AS ,temporarily named QLr. hbau-2AS. This QTL provided by the resistant parent Weimai 8 and
was located between SSR markers X¢fd36 and Xbarcl138 with the interval length of 2.58 ¢M. In 2010 - 2011,
2011 -2012 and 2012 - 2013 cropping seasons, QLr. hbau-2AS explained 25.79% ,71.55% and 60.72% of the
phenotypic variation , respectively. A total of 13 molecular markers linked to QLr. hbau-2AS were identified.
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Table 1 QTL for FDS based on the composite interval mapping analysis

IR PR FIAESR (% )
Additive effect  Dominant effect Phenotypic variation
-21.45 -2.59 25.79
-10.56 26.83 9.45
-37.98 -6.43 71.55
-34.88 -7.69 60.72
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