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SSRM arker Screening n Peach
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Abstract: 637 peach cultivars and 138 F, hybrid seedlings derived fran the cross of Ruiguang 19 and Sum-
mergrand (Prunus persica (L. ) Batsch ) were used to investigate the relationship betveen anther color and pollen
fertility, and screen the SR markers linked o the pollen fertility 91. 2%of all cultivarswere jacinth anthor, and the
most of tham had fertile pollen; the number of cultivarswith orange and yellow anther took the second place, culti-
varswith white and sandy beige anthor with sterile pollen were the fevest Positive correlation was found beiveen
red and yellow anther color and pollen fertility 122 SRs located at Prunus reference genetic magp were screened u-
sing bulked segregant analysis(BSA) , and tvo SR markers, CFDCT013 and CPSCT012, were found 1o be linked o
fertile/ sterile character Pollen fertility genewas located on the group 6 (chromosome 6) according i the location of
tvo marker in the referencemap. CPPCT004 and NNJ- |, the pollen fertility markers in peach which reported in other
papers together with whole SSRs in group 6, were al® screened in 24 cultivarswith different pollen fertility The re-
aults showved that UDP96 - 001 had a higher accuracy when be used for selecting fertile pollen cultivar
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AR P (Amplified Fragnent Length Polymor- 637
phisn) 6 ,
, SR CP- 138 19 ( ) x
PCT004, 9.7aM Simmergrand ( ) =1
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Tablel The cultivarsused to test exactitude of SSR marker
Na V ariety Anther color Pollen fertility Na V ariety Anther color Pollen fertility
1 13
2 1 14
3 15 GF677
4 16
5 17
6 18 54
7 19
8 20
9 2 21
10 22
11 23 19
12 24 Summergrand
1.2
2008 2009 1.3 SSR
, 2009 , CTAB
, , DNA 122 SR Ge-
5 nome database for rosaceae

[6]

(http: / Amwv. rosaceae org/cgi- bin/gdr/ang/
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Table2 Statistics of pollen fertility and anther color in 637 peach cultivars
Anther color Na of variety (%) Pm_@ NO_ of V ariety
Rate fertility variety
9 1.4 9 6 1
8 1.3 8
18 2.8 5 2 5
13
GF677
21 3.3 16 el 2
49 - 32
8903
5 54 D2R32T158
581 91.2 24 Gold
3 2
3 4 ( )
11 2
557

557
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Fig-1 Relationship between percent of var ieties with fertile pollen and anther color
2.3 / SSR CHPDCTO13 CPSCTO12 138
, 2, CADCTO013
, , 94 , 44 ,
31 CPSCTO012 ,
122 SR , , 29 1 , 82
) 2 (CPDCTO13 , 27 1 ,
CPCT012) , Xoz =4.956 <X, 952 =5.99, 3
) ) 121
PLP2M 1 2 3 45 6 7 8 910 1112 13 14 1516 17 18 19 20
T AT Dl LD L L L S
PLP2M 1 2 3 45 6 7 8 910 111213 14 1516 17 18 19 20
B uh;-: Huu--..‘._u-‘u:..-a:.’..—
-'u_,zt-a.E:a:::;:az-ma-Ba:/
2 CPDCTO13(A) CPSCT012(B) 20
Fig.2 Electrophoresisreaults of amplification productsfran primer CPDCTO13(A)
and CPSCT012( B) on parentsand sedlings
P1: Summergrand; P2: Ruiguangl9; arrow showed the diffenent band
2.4 SSR ,
CPCT012 CP- , 6
DCTO013 M gomaker3. 0
) SR , 2.5
: CP- 3 , 6 )
DCT013 18.9aM , CPSCT012 SR PS7a2 (7.0)
39.8M ( 3) CP- CPPCT008(8.7) UDP96-001(17.5),

DCT013 CSCT012 6 19 x ammergrand
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RxS Prunus bin map IxF .
(G6) (G6) Table3 The test of exactitude used SSR marker
0.0~ PS 1 P,
7.0 ~LL-Ps7a2
8.7/_\CPPCT008 9.7 1+ CPPCT004 Amplification
10.5 PS Primer origin Primer name Reference
18,9~ CPOCTO13~ 3/-2 T UDER0-001 result
CPPCT004 [3]
_~362—1CPSCTO12 NNJ-1 [5]
39.8 CPSCTO012
CFDCTO013 —
PS7a2 [7]
56.4 BPPCT025~56.7—14 BPPCT025 6 CPPCTO08 (7]
g g g UDP96-001 [7]
= = =
3 SSR 19 x ammergrand( R x , CPPCT004 CP-
S 6 DCT013  UDP96-001 4, CP-
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8 , 15 24( ) 7
Fig. 3 Alignment of the hanologous fragnentsat the
top of linkage group 6 fram the Ruiguang 19 x ’
. 62.5% CFDCTO013 ,
summergrand and the Prunusbin maps
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1 4 '
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Fig.-4 Electrophoresisreaults of 24 peach cultivarsamplified by prmer CPPCT004 CPDCTO013 and UD P96-001
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